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Abstract: Objective To analyze the distrivution and changing pattern of antimicrobial resistance in the common bacterial strains
isolated from blood cultures in Jiangsu Province. Methods The blood culture isolates were collected from the 155 hospitals
participating in the "Jiangsu Bacterial Resistance Surveillance Network" from 2016 to 2020. Antimicrobial susceptibility testing was
carried out according to a unified protocol using Kirby-Bauer method or automated systems. Results were analyzed according to
CLSI 2020 breakpoints. WHONET 5.6 software was used for statistical analysis. Results A total of 167 755 isolates were analyzed.
The top 5 species were coagulase-negative Staphylococcus (32.1%-37.2%), Escherichia coli (20.8%-23.3%), Klebsiella spp. (9.5%-
12.8%), Staphylococcus aureus (6.3%-7.1%) and Enterococcus spp. (4.3%-4.9%). The prevalence of methicillin-resistant S. aureus
(MRSA) and methicillin-resistant coagulase-negative Staphylococcus (MRCNS) decreased from 2016 to 2020. No staphylococcal
siolates were found resistant to vancomycin, linezolid or teicoplanin. More than 97% of either Enterococcus faecium or Enterococcus

faecalis were sensitive to vancomycin. Lower than 5% of the E. coli isolates were resistant to carbapenems, amikacin, piperacillin-

tazobactam, or tigecycline. K. pneumoniae strains showed
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increasing resistance rates to ceftriaxone, cefepime, and
carbapenems. Lower than 10% of the P. aeruginosa isolates
were resistant to amikacin, gentamicin, tobramycin, or
polymyxin B. More than 60% of the Acinetobacter baumannii
strains were resistant to most of the antimicrobial agents
tested, while the resistance rate to polymyxin B was lower
than 8%. Conclusions The distribution of bacterial species

isolated from blood culture in Jiangsu Province was relatively
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stable. The prevalence of MRSA, MRCNS, and VRE decreased. The prevalence of carbapenem-resistant Enterobacterales increased

significantly, while the prevalence of carbapenem-resistant P. aeruginosa and A. baumannii did not change much.

Keywords: blood culture, bacterial resistance surveillance,
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Table 1 The changing distribution of bacterial species isolated from blood cultures from 2016 to 2020
2016 (n=29719) 2017(n=30858) 2018(n=34156) 2019(n=36796)  2020(n=36236)
Organism
n % n % n % n % n %
Coagulase-negative Staphylococcus 11 051 372 11 197 36.3 12 061 353 12 620 343 11 627 32.1
Escherichia coli 6170 20.8 6773 21.9 7661 22.4 8487 23.1 8 460 23.3
Klebsiella spp 2816 9.5 3233 10.5 3795 11.1 4449 12.1 4632 12.8
Staphylococcus aureus 2103 7.1 2038 6.6 2322 6.8 2309 6.3 2473 6.8
Enterococcus spp 1329 4.5 1325 43 1548 4.5 1693 4.6 1782 4.9
Pseudomonas aeruginosa 673 2.3 812 2.6 929 2.7 930 2.5 1026 2.8
Acinetobacter spp 805 2.7 809 2.6 930 2.7 951 2.6 977 2.7
Enterobacter spp 641 22 685 22 852 25 881 2.4 960 2.6
Streptococcus viridans 489 1.6 543 1.8 663 1.9 782 2.1 708 2.0
Beta-hemolytic Streptococcus NA NA NA NA 369 1.1 392 1.1 373 1.0
Stenotrophomonas maltophilia 610 2.1 459 1.5 NA NA NA NA NA NA

NA, not available.



738 DERRSHITZYE 2022 11 B 20 B 22 528 6 H3 Chin J Infect Chemother, November 2022, Vol. 22, No. 6
2.2 FZPHEEREIE AP T A T B OHVECRE - M | SR EE R ML R

221 FZAEEREE  2016—2020 4E 1R H 4 PE bk 4
B A BREE (MRSA ) A H R 251108 43.9% .
41.6%. 40.6%. 38.4% F137.4%, S P& 4 T
M. MRSA XK KE R . FlIf-F. 2288

[FECESEETS/RNNGS <k R O =R S T i
IR B T 24 SR B, TLAF Tl i 38.0% R =
13.0%. AKX ERER . MR FEHT
MR 24 14 4 B R A BR BT o L3R 2.

F 2 2016—2020 4F MLH5F7 5315 10 45 8 (0 1 2 BR R BT AT 25 W 24 s 2R
Table 2 Susceptibility of the Staphylococcus aureus isolated from blood cultures to antimicrobial agents from 2016 to 2020

(%)
2016 2017 2018 2019 2020

Antimicrobial MRSA MSSA MRSA MSSA MRSA MSSA MRSA MSSA MRSA MSSA
agent (n=924) (n=1149) (n=847) (n=1163) (n=942) (n=1324) (n=887) (n=1409) (n=926) (n=1528)

R S R S R S R S R S R S R S R S R S R S
Penicillin G 100 0 88.8 11.2 100 0 89.7 10.3 100 0 83.8 11.2 100 0 89.7 10.2 100 0 838 112
Gentamicin 357 589 87 884 293 658 6.7 91.0 263 699 51 926 223 741 57 926 21.1 76.8 3.8 95.0
Rifampicin 12.7 857 28 96.6 9.6 8.6 1.8 981 7.5 915 0.5 992 59 929 04 993 58 935 0.5 99.1
Levofloxacin 53.7 446 172 79.1 473 504 145 83.0 485 502 15.6 825 42.6 547 182 79.6 41.7 553 172 80.9

Trimethoprin-

sulfamethoxazole 38.0 61.9 204 79.6 29.0 71.0 12.1 879 17.6 823 84 91.6 125 875 9.7 903 13.0 8.9 9.1 91.0
Clindamycin 525 462 159 814 483 49.7 152 82.1 49.1 50.5 16.5 82.0 452 540 155 83.1 36.7 62.0 12.0 86.9
Erythromycin 822 156 523 458 802 182 49.7 483 774 207 492 49.0 732 255 474 515 669 313 457 528

Linezolid 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100

Vancomycin 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100

Teicoplanin 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100
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Table 3 Susceptibility of the coagulase-negative Staphylococcus isolated from blood cultures to antimicrobial agents from
2016 to 2020

(%)

2016 2017

2018 2019 2020

MRCNS  MSCNS  MRCNS  MSCNS

Antimicrobial agent

MRCNS
(n=7267) (n=3558) (n=7440) (n=3556) (n=7752) (n=3921) (n=8311) (n=4094) (n=7553) (n=3907)

MSCNS  MRCNS  MSCNS  MRCNS  MSCNS

R S R S R S R S R S R S R S R S R S R S
Penicillin G 100 0 783 21.7 100 0 77.8 22.1 100 0 77.7 223 100 0 79.1 20.9 100 0 752 248
Gentamicin 27.6 642 79 888 257 647 53 91.0 243 66.6 47 92.0 223 679 50 909 219 673 4.0 932
Rifampicin 11.0 884 19 97.8 103 8.1 1.3 982 10.1 893 1.7 979 95 902 13 983 87 908 1.0 988
Levofloxacin 532 444 150 82.0 563 419 16.6 81.1 594 38.8 183 80.0 60.9 36.8 17.2 79.5 67.7 30.0 18.0 79.2
Trimethoprin-
sulfamethoxazole 57.1 42.8 31.1 689 542 458 259 74.1 519 48.0 233 76.6 46.8 532 19.9 80.1 459 54.1 20.8 793
Clindamycin 419 55.8 20.7 76.7 41.8 559 22.1 75.6 444 537 21.6 76.0 43.7 543 224 752 432 55.1 20.0 78.0
Erythromycin 86.0 12.5 67.7 294 84.1 140 67.2 305 853 129 679 29.7 84.6 139 67.3 312 83.1 154 659 324
Linezolid 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100
Vancomycin 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100
Teicoplanin 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100
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Table 4 Susceptibility of the Enterococcus faecium and Enterococcus faecalis isolated from blood cultures to antimicrobial
agents from 2016 to 2020

(%)
2016 2017 2018 2019 2020

Antimicrobial  E. faecium E. faecalis E. faecium E. faecalis E. faecium E. faecalis E. faecium E. faecalis E. faecium E. faecalis

agent (n=604) (n=565) (n=671) (n=521) (n=699) (n=625) (n=877) (n=618) (n=838) (n=724)

R S R S R S R S R S R S R S R S R S R S

Ampicillin 833 16.7 69 93.1 865 135 46 954 857 143 43 957 83.7 163 3.7 963 84.6 154 4.0 96.0
Gentamicin-high 30.4 69.4 23.0 77.0 312 68.7 23.0 76.7 32.1 67.9 285 71.5 284 71.6 243 753 26.7 733 245 755
Rifampicin 723 245 657 227 715 194 660 16.7 77.8 179 633 203 78.1 19.1 62.0 212 784 17.0 60.1 223

Levofloxacin 785 133 26.7 712 80.7 13.0 24.0 733 79.1 134 285 683 77.5 156 303 672 799 12.6 32.0 66.8
Erythromycin 826 50 59.1 79 822 60 580 9.1 837 52 590 92 8.8 58 581 11.0 8.0 7.1 541 105

Linezolid I.1 986 0.8 9.8 08 989 06 94 06 982 10 962 02 991 1.8 949 05 983 19 952
Vancomycin 28 968 1.5 984 15 983 04 996 12 988 0.7 989 12 988 02 992 0.7 993 04 99.0
Teicoplanin 1.1 972 26 9.8 42 951 08 992 06 994 12 988 2.1 975 0 100 1.6 984 0.6 994
Tigecycline 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 100 0 998 0.2 998
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Table 5 Susceptibility of the nonmeningitis Streptococcus pneumoniae isolates from children and adults to antimicrobial
agents from 2016 to 2020

(%)
Isolates from children (n=853) Isolates from adults (n=677)
Antimicrobial agent PSSP (n=809)  PISP (n=28) PRSP (n=16) PSSP (n=647)  PISP (n=14) PRSP (7=16)
R S R S R S R S R S R S
Penicillin G 0 100 0 0 100 0 0 100 0 0 100 0
Vancomycin 0 100 0 100 0 100 0 100 0 100 0 100
Linezolid 0 100 0 100 0 100 0 100 0 100 0 100
Erythromycin 93.8 5.0 91.3 8.7 92.3 7.7 90.3 9.1 90.9 9.1 78.5 214
Clindamycin 88.5 11.0 89.5 10.5 87.5 12.5 84.6 13.1 90.9 9.1 63.6 36.4
Trimethoprim-sulfamethoxazole 63.6 26.3 82.6 4.3 61.5 30.8 42.8 45.1 77.8 11.1 41.7 58.3
Levofloxacin 1.0 98.9 0 100 0 100 2.6 96.8 0 90.9 7.1 92.9
Moxifloxacin 0 99.4 0 100 0 100 0.8 98.8 0 100 0 100
Chloramphenicol 11.6 88.4 6.2 93.8 12.5 87.5 9.9 90.1 7.1 92.9 18.7 81.3
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Table 6  Susceptibility of the Streptococcus spp. isolated from blood cultures to antimicrobial agents from 2016 to 2020

(o)

Group A (n1=247)

Group B (n=1 235)

Group C (n=292) S. viridans (n=3 185)

Antimicrobial agent

R S R S R S R S
Penicillin G 0 100 0 100 0 100 8.5 76.2
Ceftriaxone 0 100 0 100 0 100 15.3 79.0
Levofloxacin 2.5 96.5 40.5 56.8 3.1 90.9 13.2 84.2
Clindamycin 56.4 40.2 58.0 40.8 522 44.5 511 46.3
Erythromycin 70.4 27.1 73.2 22.5 68.0 28.4 60.3 34.0
Linezolid 0 100 0 100 0 100 0 100
Vancomycin 0 100 0 100 0 100 0 100
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Table 7 Susceptibility of the Escherichia coli isolated from blood cultures to antimicrobial agents from 2016 to 2020

(%)
Antimicrobial agent 2016 (n=6170) 2017 (n=6733) 2018 (n=7 661 ) 2019 (n=8 487 ) 2020 ( n=8 460 )
R S R S R S R S R S

Amikacin 3.5 95.6 2.5 96.7 2.5 96.9 2.1 97.4 22 97.1
Gentamicin 40.3 59.0 38.2 61.2 373 61.6 353 64.5 333 65.9
Imipenem 1.3 98.0 1.5 97.8 1.5 97.9 1.7 97.6 1.7 97.8
Meropenem 1.4 97.8 1.4 98.3 2.0 97.8 1.9 97.8 22 97.6
Cefepime 32.7 57.6 28.6 62.4 26.7 64.6 27.3 65.1 272 64.6
Ceftazidime 29.5 67.0 27.5 68.8 27.0 69.3 27.1 68.5 272 68.3
Ceftriaxone 59.2 40.3 56.9 42.7 56.3 43.3 55.8 43.7 56.3 43.4
Cefoperazone-sulbactam 9.2 74.2 8.8 80.4 7.9 79.4 7.8 82.6 6.7 86.1
Cefoxitin 10.8 82.6 11.0 84.0 11.2 83.7 11.1 85.5 9.4 86.1
Cefuroxime 52.6 45.1 54.4 433 55.4 422 56.2 41.2 56.2 41.2
Cefazolin 62.3 37.8 65.2 34.8 65.5 34.6 63.5 36.5 61.3 38.7
Piperacillin-tazobactam 5.0 90.9 4.7 91.8 4.2 92.7 44 92.3 39 92.9
Ampicillin 83.6 15.6 822 16.8 82.3 16.9 82.2 16.9 80.9 17.7
Ampicillin-sulbactam 47.8 323 49.7 31.8 47.5 32.3 455 342 433 36.2
Levofloxacin 49.0 48.0 46.9 49.4 47.6 49.7 47.1 49.9 49.4 47.6
Trimethoprin-sulfamethoxazole 58.1 41.9 54.0 46.0 54.0 46.0 54.2 45.8 522 47.7
Tigecycline 0 100 0.1 99.9 0.1 99.6 0.6 99.0 0.5 99.1
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Table 8 Susceptibility of the Klebsiella pneumoniae isolated from blood cultures to antimicrobial agents from 2016 to 2020

(o)

Antimicrobial agent

2016 (n=2671)

2017 (n=3103)

2018 (n=3 641)

2019 ( n=4230)

2020 ( n=4437)

R S R S R S R S R S
Amikacin 7.4 92.4 12.4 87.5 14.0 85.7 16.7 83.0 15.2 84.7
Gentamicin 21.7 78.1 24.4 75.1 25.0 74.0 25.7 72.9 24.0 75.1
Imipenem 10.5 87.9 14.0 84.0 15.8 81.9 21.2 71.3 20.5 77.8
Meropenem 8.9 90.0 13.0 86.1 15.6 83.5 22.6 76.7 23.4 76.1
Cefepime 21.7 73.1 24.1 71.2 25.7 70.9 30.0 67.4 30.1 67.4
Ceftazidime 22.8 75.2 253 72.7 27.3 70.6 31.6 66.4 323 65.9
Ceftriaxone 36.1 63.5 36.6 63.0 36.8 62.8 39.0 60.7 373 62.0
Cefoperazone-sulbactam 16.6 75.2 20.7 71.8 24.4 67.3 31.6 62.4 30.2 65.8
Cefoxitin 21.0 76.2 22.0 75.4 24.6 72.5 23.1 74.2 252 71.7
Cefuroxime 36.3 61.4 383 59.8 42.4 55.2 442 53.8 44.4 53.7
Cefazolin 41.1 58.9 45.7 54.3 46.5 53.5 47.0 53.1 455 54.6
Piperacillin-tazobactam 14.3 82.8 17.2 79.2 20.0 76.6 25.1 72.2 23.6 73.2
Ampicillin-sulbactam 34.6 59.3 36.9 57.9 38.3 55.1 41.4 53.3 40.0 54.3
Levofloxacin 19.4 78.2 23.7 74.6 25.8 72.2 28.4 69.5 29.7 67.7
Trimethoprin-sulfamethoxazole 31.8 68.1 31.8 68.2 332 66.7 345 65.4 329 67.1
Tigecycline 0 97.9 3.9 91.5 4.5 87.0 3.0 87.0 6.1 83.8
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Table 9  Susceptibility of the Enterobacter spp., Proteus spp., Serratia spp., and Citrobacter spp. isolated from blood cultures to

antimicrobial agents from 2016 to 2020

(o)

Antimicrobial agent

Enterobacter spp (n=4 019 )

Proteus spp (n=1 183 )

Serratia spp (n=1139)

Citrobacter spp ( n=843 )

R S R S R S R S
Amikacin 2.5 97.0 2.9 95.8 3.1 96.4 2.8 96.2
Gentamicin 10.3 87.7 28.1 57.0 14.5 84.6 17.6 80.8
Imipenem 7.8 84.3 182 63.4 13.5 73.0 6.7 88.3
Meropenem 6.7 91.7 3.9 94.9 10.8 87.7 5.1 93.7
Cefepime 13.7 81.2 14.5 71.0 15.7 71.6 19.3 76.3
Ceftazidime 32.8 64.7 9.0 89.6 12.4 85.2 355 60.9
Ceftriaxone 39.9 58.1 414 55.7 274 71.5 48.2 50.5
Cefoperazone-sulbactam 13.3 76.6 3.1 94.7 15.4 75.3 12.8 78.5
Cefoxitin 86.8 11.6 10.2 86.1 63.5 212 48.6 47.8
Cefuroxime 63.4 27.0 52.6 451 87.0 7.7 63.5 29.9
Cefazolin 92.1 7.9 61.3 38.7 94.8 5.2 81.4 18.6
Piperacillin 33.1 58.9 354 50.4 25.8 69.9 52.5 354
Piperacillin-tazobactam 13.2 76.0 3.1 94.9 8.7 85.1 10.1 78.4
Ampicillin 84.4 8.9 67.2 31.8 86.8 7.4 91.2 5.4
Ampicillin-sulbactam 59.0 273 374 51.1 67.9 17.2 51.0 36.1
Levofloxacin 9.2 88.6 29.6 60.9 11.0 83.6 22.0 73.4
Trimethoprin-sulfamethoxazole 18.4 81.6 59.7 40.2 9.9 90.1 312 68.8
Tigecycline 2.3 95.3 13.0 37.2 0 95.7 1.1 98.9
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Table 10  Susceptibility of the Salmonella spp. isolated from blood cultures to antimicrobial agents from 2016 to 2020

(o)

Salmonella typhi ( n=243 )

Salmonella enteritidis ( n=135 ) Salmonella paratyphi ( n=71)

Antimicrobial agent

R S R S R S
Ampicillin 16.3 83.2 76.5 22.7 2.9 95.7
Ampicillin-sulbactam 8.9 87.5 70.0 26.2 3.1 96.9
Ceftriaxone 3.0 96.6 8.5 90.6 0 98.4
Levofloxacin 20.8 7.5 18.5 53 3.1 6.2
Trimethoprim-sulfamethoxazole 3.0 97.0 4.7 95.3 1.4 98.6
Chloramphenicol 4.5 95.5 0 100 14.3 85.7

W SkAfhne Skt iG . 2 /R B MURb
BT 25 R T 17%, ULFE 11, BE R SFT Xt
S i 15 m R SE 20 15 R A 245 5% 4F 63.6% ~66.7% Al
59.8%~66.7% 5 XISk AUAMNE . Stk i AR $7 P
MR-l L AH P i 245 % 05 T 60% 5 X2 ZH B E B 11
it 23R T 8% bR T KIEIHE (15.6%~34.4% ).
B[R 2 (37.0% ~46.6% ) Rl A2 B IR TD 2 ( 46.4% ~

53.9% ), 1S AEFTTE X HAD I 25 Wy 0 TR 24 2R
PITE 50% LA Lo DLEE 12, W ZEAS 1 i i 6 A2
E2 TR =l U 7 /S A I | B S
P E BT 255N T 10%, 7 201 58 8 JR 7 1 %t
SLALAIE . 95 5 A R FE AR I - A Y I A 17 T
RNT 15%. W 13,

11 2016—2020 4R MLIE IR0 B (LR (B I TR X DR 25 0 10 24 B 45
Table 11  Susceptibility of the Pseudomonas aeruginosa isolated from blood cultures to antimicrobial agents from 2016 to 2020
(%)
N 2016 (n=673) 2017 (n=812) 2018 (1n=929) 2019 (#=930) 2020 (n=1026)
Antimicrobial agent
R S R S R S R S R S

Amikacin 53 93.4 34 95.0 4.2 94.7 3.7 95.1 2.5 96.7
Gentamicin 9.3 87.7 53 91.1 7.1 90.6 6.5 89.6 4.6 92.9
Imipenem 223 71.0 17.7 69.7 17.8 71.2 16.3 75.6 17.5 75.5
Meropenem 14.4 78.8 10.9 85.2 16.8 78.8 14.1 83.4 14.4 81.3
Cefepime 14.5 78.7 10.5 83.4 11.3 84.0 11.2 82.6 10.2 83.7
Ceftazidime 16.5 77.9 11.1 82.9 13.7 81.3 16.3 78.4 13.0 82.2
Cefoperazone-sulbactam 13.1 73.8 8.6 81.2 12.8 76.6 11.6 75.3 14.0 76.6
Aztreonam 19.6 65.3 20.4 71.6 20.9 65.2 22.1 62.3 17.7 71.9
Piperacillin 15.9 73.5 14.6 78.3 13.8 78.9 16.6 75.2 14.2 71.0
Piperacillin-tazobactam 10.2 80.2 8.5 80.7 10.7 79.8 10.5 78.3 8.7 80.3
Levofloxacin 12.4 82.7 11.6 85.5 11.0 83.5 11.5 83.1 10.2 84.3
Polymyxin B 3.2 95.7 1.8 96.4 0 99.3 3.8 94.9 2.0 96.4

12 2016—2020 47 M55 7743 R S AN ST 1 K70 B 254 1) 2 s TR

Table 12 Susceptibility of the Acinetobacter baumannii isolated from blood cultures to antimicrobial agents from 2016 to 2020

(%)
L 2016 (n=640 ) 2017 (n=620 ) 2018 (n=754) 2019 (n=788 ) 2020 (1n=793 )
Antimicrobial agent
R S R S R S R S R S

Amikacin 46.6 50.3 37.0 61.6 41.2 57.5 40.8 58.1 40.2 56.8
Gentamicin 60.3 355 57.5 39.3 60.2 38.7 55.7 41.1 57.0 39.9
Imipenem 63.6 35.0 64.5 34.8 66.7 323 64.2 34.7 65.7 33.8
Meropenem 59.8 383 64.5 345 66.1 332 64.6 34.1 66.7 32.8
Cefepime 65.8 31.2 65.5 323 67.0 30.0 62.8 31.8 62.0 31.9
Ceftazidime 64.4 30.6 66.1 29.5 69.3 26.4 63.4 30.3 65.4 304
Cefoperazone-sulbactam 52.4 35.1 49.0 333 48.3 34.0 52.1 35.0 54.4 322
Piperacillin-tazobactam 62.9 332 62.2 333 67.2 29.8 69.2 28.2 70.9 26.5
Ampicillin-sulbactam 61.2 34.6 64.6 32.8 63.0 32.5 59.7 35.6 58.5 36.5
Levofloxacin 46.4 39.2 49.3 36.8 46.9 374 48.3 36.3 539 353
Trimethoprin-sulfamethoxazole 52.8 47.1 52.1 47.6 53.7 46.0 51.7 47.8 50.7 493
Minocycline 344 54.8 20.0 63.2 20.9 59.9 15.6 57.6 234 54.1
Polymyxin B 7.8 92.2 1.7 98.4 2.4 97.6 1.3 98.7 1.9 98.1
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Table 13 Susceptibility of the Stenotrophomonas maltophilia and Burkholderia cepacia isolated from blood cultures to

antimicrobial agents from 2016 to 2020

(o)

Stenotrophomonas maltophilia ( n=1 069 )

Burkholderia cepacia ( n=608 )

Antimicrobial agent

R S R S
Ceftazidime 18.4 78.4 12.6 81.5
Meropenem NA NA 13.8 75.7
Levofloxacin 4.5 93.2 26.4 61.0
Trimethoprim-sulfamethoxazole 4.1 95.5 14.6 85.0
Chloramphenicol 9.9 68.1 20.9 59.3
Minocycline 1.0 95.2 26.1 62.2

NA, not available.

2.4 EBEMZEAET

M35 FR5T B MRSA K HR S AE TR T 6.5%;
Tt B R mERE (VRE) KR 1.5%,
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Table 14 The changing prevealence of important drug-resistant bacteria isolated from blood cultures from 2016 to 2020

(o)

Important drug-resistant bacteria 2016 2017 2018 2019 2020
MRSA 43.9 41.6 40.6 384 374
VRE 2.9 1.4 2.1 1.5 1.4
LINRE 0.9 0.6 1.0 0.8 1.0
CRE 5.1 5.8 6.7 8.7 8.8
CRPA 223 17.8 18.0 16.3 17.5
CRAB 63.3 63.1 65.9 61.7 64.2

MRSA, methicillin-resistant Staphylococcus aureus; VRE, vancomycin-resistant Enterococcus; LINRE, linezolid-resistant Enterococcus; CRE,

carbapenem-resistant Enterobacterales; CRPA, carbapenem-resistant Pseudomonas aeruginosa; CRAB, carbapenem-resistant Acinetobacter

baumannii.
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