PEAERRE2023F6A HREHM . 691,

XRRS: 1001-8689(2023)06-0691-11

20162020 L E 75K ERI 112 B REREEFNFESBHEER
R R

BAK dkm REM HR FER SR Z4R AR
FHR BRMEER T BRI KL KEF-
(1 ARERA¥F_ER ALEGEERLRFA, BXE 050000; 2 A REFHHMRERBERHN, A& 067000;
3ALEMA¥, BEXE 050000)

RE: By A EBEHS RIS KER2016—20205E72. L RERBENMIZASYBAB S HMWZE.
BE 201651 A —20205 12 8 A Mk 25 b I B L i bn & 4y BB 448, B FI WHONETHISPSSH 4 [ L & 5
BLARA S BAE ARG, HEERRERBEFRERSEBTHRLE. BR  WILA2016—20205 fizAIt 5 B
54959k 4mE, HPIT2MARE D B 50.70% (387/54959) « B2 55.12%(2815/54959) , 1EF% 494.17%(51757/54959) » 11
BELRARBENREYBEUMHBEI WAKGREH. RESHAENERE. WAREAE. HE/ILRLE(S14%)
mAFESBAEEERREBANEERE: RAREEACUS)ERKGEFENHATEHEE. Mg nizE)BaE
FEMAREH, N2, [ERERTERAFRURFEER, EHARESHFEERZOAFFFEER. IEHERE
B ALEE. BNAREE, ECHANAZRERANSEEHEIRE (0.1%) MEEBAEHERE (03%) . &g Wit
#1128, RLHERBELFEESBAFIUKXGERFE. REKHHIERENMATEAENE: TR BAENOREE
2 ALEARBEFHFETRER. Wi, TRERREENOIFESBAETR.

X®iA: mERE: 112 22 b AE: W LRBRRE

hESAS: RIT8.1  XMIREEMN: A

Analysis of isolated bacteria and drug resistance from blood specimens of
outpatients, emergency patients, and inpatients in 75 hospitals of Hebei Province
from 2016 to 2020

Qiang Cui-xin!, Liu Xiao-xuan', Wen Hai-nan?, Yang Jing!, Li Zhi-rong', Niu Ya-nan', Wang Wei-gang', Qin Pu',
Niu Xiao-ran', Ou Yang Zi-rou', Dong Ning', Wen Bao-jiang', Hao Zi’, and Zhao Jian-hong'
(1 The Second Hospital of Hebei Medical University, Hebei Provincial Center for Clinical Laboratories, Shijiazhuang 050000;
2 Department of Laboratory Medicine, Affiliated Hospital of Chengde Medical University, Chengde 067000;
3 Hebei Medical University, Shijiazhuang 050000)

WBM: 2022-02-14

HEXS: EXRFHLEMBEFIEESM©No. 2019FY101200; No.2019FY101204); BUFF# BhIGEREE £ 5 A A 3% 320 H (No. 361004);
Wi E B4 ERE H PAR AN H®No. 20200018)

fEEEN: BEK, =, £T1982%F, TERMN, FEARFAIEBRAMEDSKRFZNS], E-mail: 814507683@qq.com
“ERfEE, E-mail: 1543838793@qq.com



.692. 2016—2020F AL B TS KER 112, RS RkERBEMRE S BABRWARRIN BERE

Abstract Objective To explore the distribution and antimicrobial resistance trends of pathogens from blood
specimens with outpatients, emergency departments, and inpatients in 75 hospitals of Hebei Antibacterial Resistance
Investigation Net (Hebarin) from 2016 to 2020. Methods The data on pathogenic bacteria of blood specimens in
Hebarin from January 2016 to December 2020 were collected and classified according to the source of the strain and
the age of the patients. The distribution and drug resistance of pathogenic bacteria in blood specimens were analyzed
by WHONET 5.6 software and SPSS 24.0 software. Results From 2016 to 2020 in Hebei Province, a total of 54,959
bacterial strains were isolated from blood samples, of which 0.70% (387/54,959) were isolated from outpatient blood
samples, 5.12% (2,815/54,959) in emergency department, and 94.17% (51,757/54,959) in hospitalization. The top
three bacteria in the blood samples of outpatient, emergency, and inpatient patients were Escherichia coli, coagulase-
negative staphylococci, and Klebsiella pneumoniae. Coagulase-negative staphylococci were mainly isolated from
blood samples of newborns and children (<14 years old). Escherichia coli and Klebsiella pneumoniae were common
in adults and the elderly (>14 years old). The multi-drug resistance rate of bacteria isolated from blood samples in
Hebei Province was high, and the detection rate of drug-resistant bacteria was different among outpatients, emergency
patients and inpatients. Pan-drug-resistant Acinetobacter baumannii was more common in emergency blood samples. All
staphylococci were sensitive to vancomycin and tigecycline, but linezolid-resistant Staphylococcus aureus (0.1%) and
coagulase-negative staphylococci (0.3%) had emerged. Conclusion Escherichia coli, coagulase-negative staphylococci
and Klebsiella pneumoniae were the main strains isolated from blood cultures of outpatients and inpatients in Hebei
Province. The drug resistance rates of different isolates were different in outpatients, emergency departments, and

inpatients. In addition, the bacteria isolated from blood samples of patients in different age groups is different.
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Tab. 1 Distribution of the top ten bacterial species isolated from blood samples from outpatient, emergency and inpatient patients in
Hebei Province, 2016—2020

i B2 2 fE8% &it
L7 3 RIRLEL/% L7331 HIREL % 73 FIRR Ee/% 73 HIRR /%
PNk 142 36.69 910 32.33 14847 28.69 15899 28.93
BEBRATESRER 80 20.67 635 22.56 13072 25.26 13787 25.09
fi % mEIAR 44 11.37 433 15.38 6208 11.99 6685 12.16
SHEAEERA 25 6.46 162 575 3564 6.89 3751 6.83
MR RE 3 0.78 71 2.52 1624 3.14 1698 3.09
BRIGEREE 6 1.55 87 3.09 1484 2.87 1577 2.87
G E 1 0.26 84 2.98 1278 2.47 1363 2.48
ERERE 9 2.33 39 1.39 930 1.80 978 1.78
)] 6 1.55 46 1.63 821 1.59 873 1.59
it 9% EEER o 3 0.78 34 1.21 615 1.19 652 1.19
HAbAH 68 17.57 314 11.15 7314 14.13 7696 14.00
Bit 387 160.00 2815 100.00 51757 100.00 54959 100.00

HMEAAEEZFERERE. SRR E. FRVES. “REEAE. TARRE. SROHRRE. #FEARERER. 2%

RE. =R BHEND I 1ERE2008H
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Tab.2 Distribution and constituent ratios of the top ten bacteria isolated from blood samples from patients of different age groups in
Hebei Province, 2016 — 2020

FHEIL(<S284d) JLE(29 d~14y) FHE(15~47 y) FAE(48~64 y) ZE(=65Y)

o 12 & K% N2 &2 &k 12 &2 &K% 112 82 K 1% 28 &K

PN R T 73/ 0 0 22 1 0 33 25 84 2118 53 264 4765 63 562 7406
HIRLEE/% 0 0 797 1250 0 626 31.6519.63 27.51 37.06 32.59 33.42  40.38 35.86 33.96

REBREHEHRER 73 1 0 1556 3 3 2403 14 110 1875 26 170 2676 36 352 4562
MIRRE/% 100 0 5585 38 30.00 4476 17.72 2570 24.35  18.18 20.99 18.77  23.08 22.46 20.92

fif & LB 1A (73 0 0 224 0 1 246 8 68 864 17 128 2003 19 236 2871
AL /% 0 0 804 0 1000 458 10.13 15.89 11.22  11.89 15.80 14.05 12.18 15.06 13.17

EHOAERE 733 0 0 150 23 511 8 32 684 10 57 1070 5 70 1149
HIRLEL/% 0 0 538 25 30.00 952 10.13 748 888 699 7.04 7.50 321 447 527

i EEN ] i34 0 0 56 0 1 107 1 14 245 2 18 494 0 38 722
FIRLEL /% 0 0 201 0 1000 1.99 127 327 318 140 222 346 0 243 331

RIEERE BR¥ 0 0 75 0 o0 133 1 17 140 2 22 35 3 48 780
IR E/% 0 0 269 0 0 248 127 397 182 140 272 250 192 3.06 3.58

HEAIFE L7374 0 0 40 o 0 79 0 22 164 1 29 366 0 33 629
HIREL/% 0 0 144 0 0 147 0 514 213 070 3.58 257 0 211 288

IR 73 0 0 40 2 0 59 2 9 163 3 6 216 2 24 452
FIRE L% 0 0 144 25 0 L10 253 210 212 210 074 151 128 1.53 207

PRyafGT & BE 0 0 26 0o o0 70 15 129 2 13 253 328 343
IR EE /% 0 0 093 0 0 130 127 LI7 168 140 160 1.77 192 179 1.57

Fiti e IR HE 0 0 4 0 1 337 1 7 58 1 10 99 1 16 117
HIR /% 0 0 o014 0 1000 628 127 164 075 070 123 069 064 1.02 054

Hptk B 0 0 393 0 1 1088 18 60 1096 26 93 1962 24 160 2775
IR /% 0 0 1411 0 10.002026 2278 14.02 1423 18.18 11.48 13.76 1538 10.21 12.73

Bit 734 1 0 278 8§ 10 5369 79 428 7700 143 810 14260 156 1567 21806
HIRH/% 100 0 100 100 100 100 100 100 100 100 100 100 100 100 100
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Tab.3 Antimicrobial resistance of Escherichia coli isolated from blood samples of outpatient, emergency and inpatient patients in Hebei
Province, 2016 — 2020

i1 2 B

REREH WH WEE% KB WAEW% KN REE% x d
R 138 81.9 864 85 13490 86.7 4.738 0.094
R B b/ ST SRR 38 13.2 242 16.9 4384 189 1372 0.504
S FauREe /Ay B4 65 1.5 423 26 6208 5.1° 6.923 0.031
XAMmEEH 140 45 866 38.7 12834 421 4.440 0.109
W1 75 Ak /A M 2 3H 142 0 892 3.3 14519 39 6.657 0.036
LI mE 104 61.5 642 452 10575 55.8° 29.340 0.000
k¥ 130 577 767 553 11059 61.6° 12.707 0.002
S fafhng 140 27.1 897 24.4 14092 274 3.790 0.150
Sk Hahm 129 535 786 55.5 11422 60.5° 10.128 0.006
L HantAs 139 26.6 901 25.6 14350 30.0° 8.366 0.015
LmAET 25 12 367 7.6 6065 9.7 1.872 0.392
F 127 37.8 688 36.3 10959 38.5 1.296 0.523
biZ;:32: 142 2.1 904 09 14442 1.5 2.643 0.267
FREE 136 0.7 834 1.1 13227 1.5 1.455 0.483
KRR 139 29 862 1.7 14273 3.0 4.533 0.104
KREE 140 479 867 433 14048 438 1.041 0.594
ARVE 141 49.6 876 56.1 13809 54.6 2.130 0.345
EERYE 140 46.4 833 53.1 13842 51.0 2.558 0.278
B TREE PR 141 53.2 731 61.6 12771 62.0 4622 0.099
#EX 22 27.3 340 18.8 4864 19.9 0.994 0.608
YBT3 20 0 111 0 1699 0.0 - -

v 5E2MARML, P<0.05; b: SRISWAFRMLL, P<0.05; “-” RERBTLITHF
Fd 20162020 M E L. BERERBENFASEMA X EHERELGYHAENR

Tab.4 Antimicrobial resistance of Klebsiella pneumoniae isolated from blood samples of outpatient, emergency and inpatient patients
in Hebei Province, 2016—2020

- i 2 ed / »
B WHEHE% HE mEE% BE  WEER%
Rol B PG K/ ST ZE R 11 18.2 88 114 1691 292 13.699 0.001
k47 2R 23 17.4 193 18.1 2630 23.0 2.798 0.247
il il Vi dimt 43 30.2 407 31.0 5266 40.6° 16.322 <0.001
R ot 7 K/ 2L 3H 44 13.6 425 15.5 6035 19.7 5.360 0.069
Sk HImL K 25 44.0 268 377 3955 22 2.144 0.342
PR - - 3 333 184 217 0.046 0.829
Sk ¥ 41 26.8 382 35.3 4683 4.1 10.323 0.006
I Hattne 44 25.0 430 23.0 5939 29.4" 8.260 0.016
sk fa i 39 25.6 396 32.6 4961 40.8° 13.736 0.001
LAt fs 42 16.7 429 20.3 6024 28.6° 16.450 <0.001
g 42 28.6 353 29.7 4514 31.8 0.815 0.665
bi4;1/82 0 44 159 429 13.3 6054 15.5 1.512 0.469
EIBHE 44 13.6 399 14.3 5664 15.8 0.788 0.674
KR E 43 11.6 414 10.6 5973 104 0.090 0.956
KREBE 44 159 416 219 5771 249 3.730 0.155
FRYE 44 27.3 417 233 5704 25.8 1.382 0.501
EERVE 44 227 400 19.8 5914 237 3.280 0.194
W 1ok a2 238 355 27.0 5404 33.9° 8.796 0.012

b 5RSWHHEMIL, P<0.05; “-” RELHHE
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Tab. 5 Antimicrobial resistance of Pseudomonas aeruginosa isolated from blood samples of outpatient, emergency and inpatient
patients in Hebei Province, 2016—2020

—— ()2 F- e 2 »
7314 Wt 25 % 73 T 2/% 73 CEESAS
WR-hr Pk 2 50.0 63 254 1247 17.2 4253 0.119
R F3r 78 /b L 4H 3 333 69 159 1564 12.7 1.727 0.422
kfthne 3 333 70 20.0 1555 12.6 4.353 0.113
LR 3 333 70 12.9 1577 133 1.053 0.591
TR rE 3 66.7 39 23.1 1581 16.3 3.133 0.209
RikEE 2 100.0 69 217 1481 14.3* 11.427 0.003
FIXFE 3 0 66 24.2 1539 53 5.482 0.065
KRER 3 333 69 5.8 1486 14.6 4.619 0.099
EHER 2 50.0 70 15.7 1190 113 2.056 0.358
RRWE 3 0 56 143 1561 13.6 0.872 0.647
EERVE 3 0 69 14.5 1525 15.0 0.520 0.771
g8 2 50.0 63 17.5 892 233 2.171 0.338

© 518 AEME, P<0.05

BEMNLAEE. B-ABRKEESHN. KEER
RIHAYNWAEBE 5%, mTERSBHE
(P<0.05), #RK6. ZH—FHItFHRH, &
SBEHHRBANTENAE FERE I BICURE®P
<0.05), ¥R,
232 FEEZMUEHEEN
2016—20204F b & Az A4 B % LM E =M
HE AN HOEEIRE(6.83%). CoNS(25.09%)F1 R
FAHER B (2.87%) -

REERLFASBEECHERENEEER
GHIZi %/ T2 BHREP<0.05), HAZEEH
BT HEMNRARE L. 32, ERFHRE—
B, ZEWEBRNBTHEER. SMHEMEHK,
BERMIRASEE&ECHEREFH0.1%5 Fl%
MR 2, T NKS.

SIS HCONSHI M RN 25 £ = T 1112 RE
Bt 7> B HR(P<0.05), 11277 BCoNSHEERG. X
77 B e R S e R 40 B R O T 25 R MR T B 4 Bk

6 20162020 LA 112, RSFMER BE MFEX S BHEAHT AN EAWHAEMR
Tab. 6 Antimicrobial resistance of Acinetobacter baumannii isolated from blood samples of outpatient, emergency and inpatient patients
in Hebei Province, 2016 —2020

1%

B

B2

AR BE WEEY% WE EAE w wEwn C F
X EM/ETEE 1 100 78 74.4 1125 57.4° 9.330 0.009
W 76 R/ At 2L 3H - 42 78.6 774 60.2° 5.656 0.017
S Hafthng 1 100 83 83.1 1240 59.8" 18.429 <0.001
DSl 1 100 83 83.1 1213 59.7° 18.621 <0.001
DAz 1 100 81 81.5 1219 59.8° 15.665 <0.001
R 44 79.5 757 56.3° 9.218 0.002
WX+ E 47 61.7 862 442" 5.514 0.019
KAEE 1 100 80 71.2 1188 56.9° 7.057 0.029
ZHEE 1 100 75 66.7 753 417 10.864 0.004
HRVE 1 100 81 86.4 1228 59.6" 23.656 0.000
EERVE 1 0 81 ry) 1220 43.1 0.796 0.672
KEHRE - 27 33.3 429 9.1° 15.850 <0.001
b SRR, P<0.05; “-” RXREHIE
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Tab.7 Antimicrobial resistance of Acinetobacter baumannii isolated from blood samples of ECU, EME and hospitalized patients in
Hebei Province, 2016—2020

ECU EME EBx
NERLK e P
B T 252/% 73 THEEE/% B [RESEIR)
HFRAM/ATEE 46 76.1 32 719 1125 574 8.758 0.013
Wk iz 7 Ak /A R 2 4R 18 88.9 24 75 774 60.2° 8.062 0.018
L Hafhne 50 86 34 76.5 1240 59.8° 17.264 <0.001
L i 49 87.8 34 76.5 1213 59.7* 19.058 <0.001
TR 7S 47 85.1 34 76.5 1219 59.8° 15.645 <0.001
KR 21 90.5 23 73.9 757 56.3° 12.348 0.002
FKEE 27 593 20 70 862 442" 7.469 0.024
RREE 49 67.3 31 7.4 1188 56.9° 7.116 0.028
ZHER 45 66.7 29 69 753 47.7 10.703 0.005
TRV E 47 91.5 34 79.4 1228 59.6 24230 <0.001
EERWE 49 49 32 313 1220 43.1 2.522 0.283
KEHEK 15 533 12 8.3 429 9.1° 30.184 <0.001

ECUARLICU; EMEANRZIEICU; . SECUAMZARMLL, P<0.05; . SEMEAML, P<0.05

RS 2016—2020FMILE N2, REAEREE AL BB EEEREN B AT 41E R

Tab.8 Antimicrobial resistance of Staphylococcus aureus isolated from blood samples of outpatient, emergency and inpatient patients in
Hebei Province , 2016—2020

11 2 R
PERLK e P
7344 WA E% 73 T 2% /% 7304 it 25 28/%

EERG 2 86.4 154 86.4 3201 93° 10.805 0.005
FWETEK 22 227 153 39.9 3289 37 2.460 0.292
KRER 23 17.4 160 18.1 3483 209 0.876 0.645
TRYE 17 59 113 133 2257 19.1 4252 0.119
EERDE 24 8.3 133 21.1 2921 21.5 2464 0.292
EHYE 18 56 95 21.1 2424 18.3 2433 0.296
B e 25 24 144 236 3147 30.2 3.256 0.196
THER 25 40 155 40.6 3260 46.5 2431 0.297
AR 253 24 625 160 72.5 3449 73 1.347 0.510
F e fiz 25 0 158 0 3367 0.1 0.163 0.922
GET: 33 25 0 162 0 3473 0 - -
LTS3 24 16.7 151 232 3228 229 0.533 0.766
EIHE 17 0 97 0 1614 0 - -

b 5RISWARMEL, P<0.05 “-7 RERBITRITH

(P<0.05), HAENTEHYWARERLGI#
B . FEMEERZHCoNSTENN2. R EREREH
I FRA R HA R4 50R0. 0.2%F10.3%, KA H #
MARMALHEREMA K, HERLRI.
SERERBE MARA S BHIRGRENEFE
. XAV E. EERY EMFIREF REF KR
ZRBHEILT0%, [T2HKI 2 RBIREP<0.05).
FRBEESFERE ., THEENEER T

HRIHAN0.5%. L1%M1.1%, [LHEENAE
BERMAEN23%, R FRMRE R E&E N T W
W 1NESRKUERWAE, #REI,
24 SEE1Y. [VFERBHLAFXS ERY
WA BRI HR
2016—20205F A b4 1112 I b A i 75 AR
435 (5.3 & BR ¥ (methicillin-resistant Staphylococcus
aureus, MRSA) K H RAK T 212 & fF Be I 45 &
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Tab.9 Antimicrobial resistance of coagulase-negative staphylococci isolated from blood samples of outpatient, emergency and inpatient
patients in Hebei Province, 2016— 2020

—— iz iz e P »
HH WAE% B WHE% 173 T 25 2/%

BEBEG 67 80.6 618 88.8 11274 91,2 12.966 0,002
HEMFH 73 68.5 612 76.3 12210 78 4714 0.095
RABER 76 132 627 24.1 12698 22.5 4.698 0.095
FAVE 61 344 489 55.8' 9503 8.4 15271 <0.001
EERDE 73 384 562 54.6° 10543 48.5 11.194 0.004
EFE 63 254 452 37.6 8243 352 3.790 0.150
5 7 R 77 429 595 53.3 11856 56.2° 7.376 0.025
RAREE 75 293 566 37.1 11837 37.2 1.974 0.373
A% 3 76 72.4 624 82.9 12728 83.7" 7.332 0.026
FlFEme e 72 0 618 0.2 11942 03 0.605 0.739
VAE 3 78 0 628 0 12828 0
IIEZS 3 75 25.3 623 24.6 11672 226 1.585 0453
BmMAE 53 0 386 0 6636 0 - -
~ 5I1SMAEMIL, P<0.05: > SREMHEML, P<0.05; “.” KFRETHITHT

R|I0 20162020 L E 112, RS HERR B & M4 7 B AR B ER B X 1 B 24 Wt 25 1R 6L
Tab. 10 Antimicrobial resistance of Enteracoccus faecium isolated from blood samples of outpatient, emergency and inpatient patients
in Hebei Province, 2016—2020

——— 1 a2 8 p »
7348 M Z53/% B WHE/% 731 i 2528 1%
HEBEG 6 333 83 83.1° 1156 80.4° 8.797 0.012
FFTEA 5 40 83 80.7 1384 83.2° 6.831 0.033
RRERREER 3 333 73 54.8 1013 48.4 1.411 0.494
RREHER 3 333 70 343 873 39.6 0.821 0.663
FET 2 50 29 72.4 588 752 0.778 0.678
HRYLE 4 0 64 85.9° 1082 84.7" 21.849 <0.001
EERVE 5 0 61 83.6' 1022 79.3° 19.712 <0.001
Fimmen 5 0 86 0 1378 0.5 0.464 0.793
NEBE 6 0 86 2.3 1445 1.7 0.274 0.872
BENT 4 0 32 0 663 1.1 0.384 0.825

o S512mAREME, P<0.05

(P<0.05), HW, MHEEBERHLXFERERE
(carbapene-resistant Pseudomonas aeruginosa, CRPA)
R EFIAS0%, HITZURRIKCRPA, BltE
2. ERRHELRRZTFER, HAZEWAH
H-F 2 R — B (A1)
SERFILESLCBENREL EM A ER N
BB TR, 2P EAEREREERET T EERE
(methicillin-resistant coagulase-negative staphylococci,
MRCON)#: HH £ 2 EFA#BH(P<0.05). FhEE
I A5 2 B i 5k 5 28 445 2K i 4% 52 7 16 B (carbapenem-

resistant Klebsiella pneumoniae, CRKPN)# {H 4R
FrraEsh, miE BIHL KHIL % B (carbapenem-
resistant Escherichia coli, CRECO). CRPA. MRSA
AMMRCON¥ 2 TR (P<<0.05)(E2). 4, H
F 112 MArA 5y B4R 4% i 28 L B 4 B 2 0 (3R 24%)
2017—2019F R R MR RENE, FIHLCRPAK H
EBRUTEN, HRBIEFRERTER.
3 it
2016—20204F ] b 44 40 B it 24 M W 4048 B
REMIFE ST B EEHEAKGIZS H(28.93%).
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Fig.1 Multidrug-resistant bacteria isolated from blood samples
of outpatient, emergency and inpatient patients in Hebei Province,
2016—2020
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Fig.2 Changing trend in isolation rate of multidrug-resistant
bacteria isolated from blood samples of outpatient, emergency and
inpatient patients in Hebei Province, 2016—2020

CoNS(25.09%) A0 fifi # 52 & fH i (12.16%), FHHCoNS
FENEEAREHERE(10.64%), SEK, T
NORIELE R —3; MAECARSSH G+ R KA E R
WA REAEEEE R, MEEZD, REITS.
BEEER3E MRAHEZRIBMAE—8, WA KE
HABE . CoNS. MigkTLEME; LHFZE- 19X &
CRERRERENAKGSRGE. MARERE, &
REHERE. IFARHENSFEEREER,
BB AR G357 B BN L no1sl,
ARAFERBREENLFESBEEAR. £HR
FRA(14~64 y) R ZEN(=65 y)BEAAR MLER A H W40
HRKBGEAE: FEJLEILE(<14 y)lILLCoNS

AE. EREENR, EFEANBAS4T y)F, 1]
CHERLGARESBAREFE, MaLUE
CoNS. ERXMERINEFRTRRMERBRLE
FEMERRD . ZEIMIARE, TCONSIERRE
645 B R LA IR R4 B0, Ak, CoNS
RANEERK. BENEFER, BRMLIFAREL
RIsHENY, RAERENMNBESERAWE, B
bR A B 2SR B A% AT MV EE R i, B UUCREN
MEE, FEBARMER, DERREEEE,
RHRBFRER, BRBERIAVENIERRIT.

LA MARAS BHEWN AR, FNRAHE
NEADHWAEE 1S, [BHEREERE
EER. BREENE, WETHTHRERKS
VR E NRRE, H3lEnir4sitRRE. 5
TER, R, REJ/ILEESBHBRNITE
BEZEMAYE, WhAEE. p-ABEET &
. REEBRENHEGYNWEREL75%, Hif
HEBTERSBEREK. ARARE, RI#E—5
a1, RIS MARAEN 3 B 1 KR R HE,
HARBAEWAHRELHTE S BEERE=H
ERAZICURE. 2LICUBERERE, KHZ
RAZ, ERTIRPITRNMNAT KENRERR
BWE. HARE, FR. IRBK. BEREBEU
EUHEAYGREBRE. REERE. LAERK
5 FH 35 9 i 25 860 8 1 30 FF B8 4 0% I 00 % e (¥ T f
RFE R0, FR SRR & RBREERRREN
7, BERAERKNBREXNR. FHL#EN LAEE
AR RS BE M AL BB AT AN A E
BTEREENEREE. YRLBSIREHEIRENS
REAT R RGeS, BR B G Sk E.
BEBME. FEERRTNELY, T6EHAXKER
. BT E. ZFHEBEERAYWECREE A
TR0,

TS MARA S BEE A, Fl 5 50 B 10 3 X T R
FIIM 2 AR KGR A B0 Sk T MRS
WA BERE LR TRESNMER, HERYEL
G ERX, FMNFEVIRFERRTWAE. b,
11125 B4 4% 1R 5 FO O X% B B A 3h M B id 25 R AR 4K
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B RERBE MRASBAREWMARAI N BRKEF

B EEER T2 RERKNERD R ZMEE]
S AR 2 EHERD, SHURE3HRAZR
BREMIKGEEAHTE, KPICHRSZFRERE
NEDEHHMAEST 22 RERP<0.05), H
HTEKREDCK), EZHoTNSERRE. &
RIS MR AR HEE D, §ERMAEHR B
BERZRERMERK, EoNMHLEBMAENA
F—EMRRE.
REBRELYN L EMHEZHAMFE D™
HI W B- 4 B B; B (extended-spectrum B-lactamase,
ESBL)f# i B 4 B A RgHiE &, RBSIH—
RIRTTHY, R4 bR A K B35 % B P~ ESBLAK
i350%, EKEERENEHMERINT KGER
Ha BRI AR RIFHPIEEY, CRECORHEL
BEFEBRRAKT(TE. RSERSEFHEH
ENHIR227% 1.41%M2.37%). (12, BB R
BB MAFACRKPN SHEk M E2REEL2%ER,
FERHIAEEREFFETFR RN 223),
SEE, b MAEEFEMRSA. MRCON: i
RETREER, SREH AR B EE—FHS,
FIEREREIN THER. BMARER, H
B H X P % M e i 24 1) 4 B £ T BRI (0. 1%)
CoNS(0.3%). FFEmMepe A EMEERAER, AT
JEJTMRSA. MRCONKif /i 5 B & Bk % £ Efif
HEZHMEREIRHTERRE, BarSmIFE
MR i 24 ML 3 325238 rRNA VIX AR DL K ofi(i% 5
FRIERNAREHEHE, A[{#23S rRNAKIA250307
RAEREA, &R R 252, RELWE
B 3 3 22 e R T 25 I CONSIEAT T 04T, R
B WLEI23S tRNA G2576UTHZ5RA5h, HHicfrii
it 25 bk FI B LA OB A L3R, MARELLE
5% M B U HR R 4 A PR P BV T 76 i — 2B
Ro ofr AAIBBEMHHER, BKTEE FXHE
VI, BT EER A TAT 5. 225K
BESBEBRE X T EE RN L 5182.3%
M1.7%, BABRIAHERMZMRE MR HHK
MR RMAT, BREHTvani Z5REHER R EK
PR, SRBIAEKPERAHE, HMEEEN

UM ARYME HETHER. S@HE, AHE
.HEME. BMAENBEERTHRETEZE
it 25 2 == PH R 3R B M B I

& LR, 2016—2020F3mdbE (112, SeHfE
BrEE MRS BHAFRLUKGEREE, BRERBHE
BERE. MARERENE: FRSTEHENRE
REINES, 2LEAREETHFEEZR. SLEEL
WA B S EMARIAT RN, FIRAR
VTRTRER R R, ) B % ) B 5 5 o 5 I o e 4 B
B, Mo, FRSREREE MDA > BAEA
F, KRE4LBRHLENFRTEREREE.

Big: BHCARSSMEAL> PO A RA, Bl

CARSSMiT It 4O ERBRE, BIBCARSSMA L4+ L
THEA.
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